AGENDA

JGI Genomic Technologies Workshop
Tuesday March 22nd 2016
Introduction
9:00-9:10 
Matthew Blow: Overview of genomic technologies workshop (10 mins)
Genome Sequencing and Re-sequencing

9:10-9:25
Chris Daum : Overview of JGI product portfolio (15 mins)

9:25-9:40
Juna Lee: New technology: Oxford Nanopore Sequencing (15 mins)
9:40-9:55
Alicia Clum: Genome assembly: Overview and case study (15 mins)
9:55-10:10
Wendy Schackwitz: Genome re-sequencing: Overview and case study from poplar (15 mins)

10:10-10:30
Break
10:30-10:45
Adam Rivers: Metagenome sequencing: Overview and ancient DNA case study (15 mins) 
Functional genomics
10:45-11:00
Vasanth Singan: RNA-Seq: Overview and case study from fungal symbiont system (15 mins) 
11:00-11:15
Stephen Mondo: DNA methylation analysis: Modification detection using PacBio, case study from Fungi (15 mins)
11:15-11:30
Rex Malmstrom: Single cell genomics capabilities (15 mins)
11:30-12:30
Lunch
Metabolomics
12:30-12:45
Trent Northen: Overview of metabolomics capabilities (15 mins)
12:45-1:00
Ben Bowen: Bioinformatics for metabolomics analysis (15 mins)
1:00-1:15
Leslie Silva: Metabolomics case study (15 mins)
1:15-1:30
Break
DNA synthesis

1:30-1:45
Sam Deutsch: DNA synthesis capabilities and future directions (15 mins)
1:45-2:00
Yasuo Yoshikuni:  User program overview with science example (15 mins)
2:00-2:15
Nathan Hillson: Design tools for synthetic biology (15 mins)

End of Workshop

2:30-4:00
Sample QC workshop
4:30

User meeting starts

