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JGI’s VISION:
Next-Gen. Genome Science User Facility |
Specific emphasis on the development of o THE%E%LNR%
OEJGI

capabilities for the high through-put addition e Pl
of functional information to sequence data OB WL o

DNA Synthesis Science Program

Mission: Enable to perform state-of-the-art science

Strategy: Integrated Pipeline

» Synthesis production platform
« Sophisticated design platform
* Analyses — Transcripts and Metabolites

* Sequence data mining (Gene and Pathway ID)




Our Mission is to Lower the Bar for Complex o
Pathway Engineering Projects JGI;/\ [
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_ Svynthesis call (~400 Kbp/project)
Sequince Biannual CSP: Feb and Jul

Data Mining Large CSP Apr (w/ sequencing)

& Analyses

Review (2-3 months)

Approval by Internal Scientific Technical
theDOE& @@ Review 4@ Review 48  Review
JGI Director ~3 Weeks ~3 weeks ~3 weeks

User
Agreement

Production

Initiation
call:
- Defining
the scope
of work

Sequence Biosafety/ Construct Transcript

Data Security Design: Synthesis & 335 I7YS
Mining & Screening: SPL Assembly Metabolite _ prYT
Analyses BLiSS DIVA Analyses in total
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_ Synthesis call (~400 Kbp/project)
sjéff:‘i . Biannual CSP: Feb and Jul
Data Mining Large CSP: May-Aug (w/ sequencing)
& Analyses FICl:fr( Apr (JGI-EMSL)
fsismeﬁ’av [ “BESCBRCs: Any time.
\Jbei s f B2BESC y y,
Review (2-3 months)
User 37 proposals in FY15
Agreement 40-45% approved
Production
Ini(t:iaaltli.on Sequence Biosafety/ Construct Transcript USERS
Defini.n Data Security Design: Synthesis & 4 Mbo/Y
th 9 Mining & Screening: SPL Assembly Metabolite _ prYT
o‘; jv‘;‘l’rﬁe Analyses BLiSS DIVA Analyses in total




(

DNA Synthesis Science CSP Project JGI \'\

JOINT GENOME INSTITUTE r . ) ‘

Synthesis call (~400 Kbp/project)

Sf;ﬁf,',ie Biannual CSP: Feb and Jul
Data Mining Large CSP: Aug (w/ sequencing)
& Analyses F'c‘if'i‘ Apr (JGI-EMSL)
5135'»55;:3\,'! D D:SC BRCs: Any time. )
Review (2-3 months) \

L Biosafety, Biosecurity,
Review Biocontainment, and
SRS Environment Risks

User
Agreement

Nathan Hilson Production

Ini(t:i;tli:on SLEECA Screen against USERS

Defining sl Select agent & toxin (CDC) 4 Mbp/Yr
the scope
of work

Screening: i .
BLiSS Export control lists (US commerce) intotal
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Focus Area: Plant and Microbial Systems
Modulated by Secondary Metabolites JGI
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Facilitate Users to Study Microbial and Plant

Systems Modulated by Secondary Metabolites .IGI \.\
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Genomics . “’". .
Transcrlpton:ﬂcs G 3
Microbial team§
\ ‘ ( .
W % USERS?
/L T)Sltu characterization |
== (USERS) Bioinformatics
BC identification
(Microbial team)
ML, 3043% Dl:?v>044154 D 3039154 3034154 3029154 3024154 3019154 30:
Biocontro a aa w KK 4
Refactor Codon opt.
g 4 DNA Synthesis

(Syn Bio team)

Strain
Engineering
(Syn Bio team)

Purification & Characterization Bioconveréidn
(Metabolomics team) (Syn Bio team)
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Microbial and Plant Systems Modulated by
Secondary Metabolites Meeting 2016 JGI

* Scheduled on May 2-4, 2016
* Objectives
* To be more knowledgeable
* Recruit new users
* Provide users opportunities to
identify high impact projects
 |dentify users’ needs
* Attendees
« ~20 external speakers
« ~80 attendees
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May 2-4, 2016, Walnut Creek, California

This meeting will bring together a dwverse group of
mvestigators interested in the role of sec

sequencing, data mining and synthesis
pabilities) available to them
Enengy Joint Genome Insstute’s recently developed DNA
4|uq wa uum. ..... thest capacity and

et pathuiys poesent in obrad and
y mined relactomed and sypeibwsaed 1 lnlul

Is limited to 0 par Sigm up early 1o enswre your place!
RMMMJM" 2016,

Register Here: http://bit.ly/JGI-2ndary-metabolites

Confirmed Speakers
Ervily Balshus, onns

Lars Ditrich, Cvrmine Dewenay

Monica Hifte, oo Vwimier

TR Khan,

Mark Lange, naswgics ines Lewwry
UIDAAR

Saeah O Comner, i ima Covve I
Arre OShoun, Jv en Conve (0
Fevhien Peters, oo o lomersy
Jon Rasimakers, W00 e n

Do onheed Tl Vg Toch Uomamny

b Vorhalt, e
o...—..—..
- Ofice ol Scince

13
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Thanks for Your Attention!

Yasuo Yoshikuni
yyoshikuni@lbl.gov




