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Phytozome

75

Pingault, Lise M.* (lise.pingault@ou.edu);
Qiao, Zhenzhen; Ren, Yugq;i; Libault, Marc

Use of a Single Cell Type Model, the Root
Hair Cell, to Advance Our Understanding of
the Soybean and Sorghum Transcriptomic
and Epigenomic Responses to Various
Environmental Stresses
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Prochnik, Simon E.*; Brawley, Susan H.
(brawley@maine.edu); Schmutz, Jeremy;
Jenkins, Jerry; Barry, Kerrie; Lindquist,
Erika; Rokhsar, Daniel; Blouin, Nicolas A;
Bhattacharya, Debashish; Grossman,
Arthur R.; Stiller, John E.

The Nuclear Genome of Porphyra umbilicalis
(Bangiophyceae, Rhodophyta), a
Commercially Harvested Representative of
the Ancient Bangiophytes

77

Props, Ruben* (Ruben.Props@UGent.be);
Schmidt, Marian; Heyse, Jasmine;
Vanderploeg, Henry; Boon, Nico; Denef,
Vincent

Invasive Dreissenid Mussels Induce Shifts in
Bacterioplankton Diversity through Selective
Feeding on High Nucleic Acid Bacteria

78

Rodriguez, William*; Alteio, Lauren, V.
(lalteio@umass.edu); Billings, Andrew;
van Diepen, Linda; DeAngelis, Kristen;
Frey, Serita; Melillo, Jerry; Blanchard,
Jeffrey

Community RNA Reveals Changes in Soil
Biodiversity and Ecosystem Function in a
Long-Term Soil Warming Chronosequence
(Short Talk)

79

Rojas, Alejandro J.* (jar115@duke.edu);
Looney, Brian; Liao, Sunny; Chen, Jay;
Labbé, Jessy; Vilgalys, Rytas

Plant-Microbe Interfaces: Characterizing the
Diversity and Function of the
Ectomycorrhizome of Populus trichocarpa

80

Sanchez Barrios, Andrea M.*
(asanchez-barrios@uky.edu)1; Lundberg,
Derek3; Shearin, Tom1; De Lorenzo,
Laura2; Nair, Meera1; Debolt, Seth

Driving Change in the Bacterial Microbiome
Using Growth Promoting Inoculums in
Nicotiana benthamiana Plants

81

Song, Zewei* (songgewei@outlook.com);;
Yoshikuni, Yasuo; Smanski, Mike; Heinsch,
Stephen; Pennacchio, Christa; Schlatter,
Dan; Vaz-Jauri, Patricia; Kinkel, Linda

Transcriptomic interactions in sympatric
community of disease suppressive soil

82

Sjogaard, Kamilla S.*

(kamillasjogaard @biology.sdu.dk); Forth,
Michael; Schramm, Andreas; Woyke,
Tanja; Treusch, Alexander H.

Metagenomic study of Microbial Community
in Seasonal Stratified Lakes

83

Sprecher, Brittany N.*
(brittany.sprecher@uconn.edu): Lin,
Senjie; Prochnik, Simon E.; Brawley, Susan
H.

Meiosis in Porphyra umbilicalis
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Tarn, Jonathan*; Tarn, Ann H.

(cupoflifenoodles@gmail.com); Valentine,

David L.

Characterizing Novel Archaeal Lineages in
Salton Sea Sediments

85

Tolar, Bradley B.*
(btolarl @stanford.edu); Francis,
Christopher

Response of a Low-Salinity
Ammonia-Oxidizing Thaumarchaeote to
Shifts in Environmental Conditions

86

Tolar, Bradley B.*

(btolarl @stanford.edu); Reji, Linta; Smith,

Jason M.; Chavez, Francisco P.; Francis,
Christopher

Combining Molecular, Genomic, and

Isotopic Techniques to Examine the Diversity

and Activity of Marine Thaumarchaeota in
Monterey Bay

87

Tsuji, Jackson M. *
(jackson.tsuji@uwaterloo.ca); Schiff,
Sherry L.; Wu, Lingling; Venkiteswaran,
Jason J.; Molot, Lewis A.; Elgood, Richard
J.; Paterson, Michael J.; Neufeld, Josh D.

Exploring the Robustness and Functional
Potential of Boreal Shield Lake Archaean
Ocean Analogues

88

Voriskova, Jana* (jvoriskova@I|bl.gov);
McCreary, Julia; Hurst Williams, Kenneth;
Tas, Neslihan

Seasonal variation of benthic bacterial
communities in a mountainous river

89

Venturi, Vittorio* (venturi@icgeb.org);
Bertani, Iris; Moronta Barrios, Felix;
Caballo Ponce, Eloy; Ramos, Cayo

Interspecies Communities and Signaling in
Plant Associated Bacteria

90

Wang, Yuan* (ywang@noble.org); Nuccio,
Erin; Barbour, Josh; Escalas, Arthur; Bates,

Colin; Hale, Lauren; Ding, Na; Estera,
Katerina; Baker, Nameer; Navarro, Javier
Ceja; Arellano, Abelardo; Zhalnina,
Kateryna; Brodie, Eoin; Northen, Trent;
Scheible, Wolf; Udvardi, Michael;
Pett-Ridge, Jennifer; Saha, Malay; Zhou,
Jizhong; Fireston, Mary; Craven, Kelly

Following rhizosphere microbial
communities during switchgrass
establishment on marginal soils
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Whitman, William B.*
(whitman@uga.edu); Woyke, Tanja; Zhou,
Y.-G.; Klenk, Hans-Peter; Kyrpides, Nikos

Genomic Encyclopedia of Bacterial and
Archaeal Type Strains, Phase lll and IV: The
Genomes and Pangenomes of Soil and
Plant-Associated and Newly Described Type
Strains

92

Wing, Rod A. (rwing@email.arizona.edu);
Kudrna, Dave; Talag, Jayson; Lee,
Seunghee; Rajasekar, Shawn; Zhang,
Jiawei

ETOP: Resources and protocols for
generating high-quality genome
assemblies-l|

93

Yao, Qiuming* (yaog@ornl.gov): Li, Zhou;
Yang, Song; Wright, Joseph S.; Guo, Xuan;
Biswas, Abhishek; Tringe, Susannah G.;
Hazen, Terry; Turner, Benjamin L.; Mayes,
Melanie; Pan, Chongle

Charactering Microbe Response to P
Availability in Panama Soils by Long Term
Fertilization

94

Yuet Ting, Lau*; Lau, Amy
(1155032273 @link.cuhk.edu.hk); Kwan,
Hoi Shan

Validation and Characterization of
Development-Related microRNA-like RNAs
in the Mushroom-Forming Fungus
Coprinopsis cinerea

95

Zhong, Yiyi* (yiyillzhong@gmail.com);
Nong, Wenyan; Xing, Lei; Lu, Xi; Kwan, Hoi
Shan

Comparative Transcriptomic Study towards
Two Aspergillus oryzae Strains

96

Zhou, Ran* (razhou@mix.wvu.edu);
Carlson, Craig H.; Rodgers-Melnick, Eli;
Schmutz, Jeremy; Jenkins, Jerry; Tuskan,
Gerald A.; Smart, Lawrence B.; DiFazio,
Stephen

A Tale of Transition of Sex Determination
from XY to ZW in Salix purpurea
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